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This comprehensive text offers a solid introduction to the biochemical
principles and skills required for any researcher applying computational
tools to practical problems in biochemistry. Each chapter includes an
introduction to the topic, a review of the biological concepts involved, a
discussion of the programming and applications used, key references,
and problem sets and answers. Providing detailed coverage of
biochemical structures, enzyme reactions, metabolic simulation,
genomic and proteomic analyses, and molecular modeling, this is the
perfect resource for students and researchers in


