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The definitive guide to mass spectrometry techniques in biology and
biophysics  The use of mass spectrometry (MS) to study the
architecture and dynamics of proteins is increasingly common within
the biophysical community, and Mass Spectrometry in Structural
Biology and Biophysics: Architecture, Dynamics, and Interaction of
Biomolecules, Second Edition provides readers with detailed, systematic
coverage of the current state of the art. Offering an unrivalled overview
of modern MS-based armamentarium that can be used to solve the
most challenging problems in biophysics, structural biol



UNISA9963893137033162. Record Nr.

Titolo A gentleman's religion [[electronic resource] ] : in three parts : the 1st
contains the principles of natural religion, the 2d. and 3d. the doctrins
of Christianity both as to faith and practice : with an appendix wherein
it is proved that nothing contrary to our reason can possibly be the
object of our belief, but that it is no just exception against some of the
doctrins of Christianity that they are above our reason

Pubbl/distr/stampa London, : Printed for A. & J. Churchil and R. Sare, 1698

Descrizione fisica 443 p. in various pagings

Soggetti Church history - 17th century
Christianity

Lingua di pubblicazione Inglese

Formato

Livello bibliografico

Note generali Errata: p. 136 (1st grouping)
Reproduction of original in the British Library.

Nota di contenuto

Sommario/riassunto

A gentleman's religion with the grounds and reasons for it / a private
gentleman--A gentleman's religion, part II & III in which the nature of
the Christian is particularly enquired into and explained--An appendix
to a gentleman's religion.
eebo-0018

Autore Synge Edward <1659-1741.>

Materiale a stampa

Monografia


