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pt. 1. Tag-based nucleic acid analysis -- pt. 2. Next-generation tag-
based sequencing -- pt. 3. Bioinformatics for tag-based technologies.

Tag-based approaches were originally designed to increase the
throughput of capillary sequencing, where concatemers of short
sequences were first used in expression profiling. New Next Generation
Sequencing methods largely extended the use of tag-based approaches
as the tag lengths perfectly match with the short read length of highly
parallel sequencing reactions. Tag-based approaches will maintain

their important role in life and biomedical science, because longer read
lengths are often not required to obtain meaningful data for many
applications. Whereas genome re-sequencing and de novo sequ



