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Data Mining for Genomics and Proteomics uses pragmatic examples
and a complete case study to demonstrate step-by-step how
biomedical studies can be used to maximize the chance of extracting
new and useful biomedical knowledge from data. It is an excellent
resource for students and professionals involved with gene or protein
expression data in a variety of settings.
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Sommario/riassunto When Maddy McKay and Quinn Holcombe don't show up for Quinn's
surprise birthday party, his friends know that something is very wrong.
Their search turns up little beyond evidence that Quinn and Maddy just
decided to take off for a long overdue vacation. But it soon becomes
apparent that they did not leave of their own accord.Maddy awakens in
a cement room with no idea where she is. But it's not long before she
realizes she's in the clutches of a madman exacting revenge by
hunting. His prey of choice? Humans. Now Maddy and Quinn must run
for their lives, hoping to find their killer before the next game begins.
Because if they don't win this game, they die.
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