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"Bridging the knowledge gap between scientists that develop and apply
proteomics technologies and oncologists who focus on understanding
the biological basis behind cancer manifestation and progression,
Proteomic Applications in Cancer Detection and Discovery provides an
up-to-date account of how the multiple facets of proteomics have been
applied to cancer. By balancing the treatment of technologies and
applications, the book enables analytical scientists and oncologists,
post-doctoral researchers, major research or medical centers, cancer
researchers, pharmaceutical researchers, chemists, and biologists to
better understand both"--



