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This authoritative book on MALDI MS, now finally available in its second
edition and edited by one of its inventors, gives an in-depth

description of the many different applications, along with a detailed
discussion of the technology itself. Thoroughly updated and expanded,
with contributions from key players in the field, this unique book
provides a comprehensive overview of MALDI MS along with
itspossibilities and limitations.The initial chapters deal with the
technology and the instrumental setup, followed by chapters on the use
of MALDI MS in protein research (including proteomi



