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Sommario/riassunto This book highlights current trends and developments in the area of
engineering strains. The book details the current and future tools used
in the production of bulk chemicals and biofuels from renewable
biomass using green technologies. Complex phenotypes are traits in a
microbe that requires multiple genetic changes to be modulated
simultaneously in the microorganism's DNA. Knowing what those
genetic changes are for a given trait and how to make those changes in
the most efficient way forms the motivation behind writing this book.
This book explains the newer tools to develop and enable engi



