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Batch Effects and Noise in Microarray Experiments: Sources and
Solutions looks at the issue of technical noise and batch effects in
microarray studies and illustrates how to alleviate such factors whilst
interpreting the relevant biological information. Each chapter focuses
on sources of noise and batch effects before starting an experiment,
with examples of statistical methods for detecting, measuring, and
managing batch effects within and across datasets provided online.
Throughout the book the importance of standardization and the value
of standard operating procedures in the devel



